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m^mmm ^m^mmo dna se?ij& ihrna sb^j^x 

-^^-X«kD#, variant ©W&S, X^V >^ > h o >*i3ft&'&8&fc«*fc 
f^i5l:l/T, »K<S«fc^fc*«B^T*a^iB5«*^-yy hits. 3ft* 
^<>HS:/5<^-«R8x*y>fc3;fc#*«fc3fcLT, mRN A fc W *« 4ft ffi $ 
10 tl •!> =k 5 tS#f-~3~ -5 . web software rPrimer3J (provided by Steve Rozen 

and Whitehead Institute for Biomedical Research) trffl^Tr/y-fV — <DWL fr#fct 
t£ E>lZ BLAST (NCBI) search Ttfc^E O S>— IftJRSrfrV^ ^MIB?^© 3 

»*UVi^-5-f "7 — OE«l##*— JKSt2n-l 2n (n ttl -114 ©^$[£^ 
15 frf) fc^-Tc *5S9§fc43V>Ttt, 2n-l'te«k05S£n*:/7-f "7— £ 2n te«fc0 

1 itSt, 1B^J#-^1 ilH^J#-^2(D^'7-r laCD^^f?- fey h 
n & 2 £TZ>£, IH^J#-^3 tffi5ij#^4 0^7-f ^— ©-fey h^fffltSu t 
4*l:ffStV^7^V-H n#*2, 4, 7, 9, 17 X^^tl^m^ 

20 

±13 (1) fc&UT, I^iOtiM^^A/ h^D^/ h 
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mmm 1 

nmmm<Dmfc%mm*m^Tmfc?mm.7u7 )mvT*ft~3tco tnm # 

MX stage I, II© 515^0iJS^^i:bfCo ^ 4 5^±P|fgcDft l> 5 0« W&l 
Kf?£§ b ft 5 M &mZfi. Affymetrix ft HG-U133A 7 W Tr^^W £fr& 

10 Ofto 

^^f*#bfcM^le: TRIzol regent(Life Technologies, Gaithersburg, MD)^lJP^ 

cfc<2iftJL3t^Lft. 3t4>?£, ±H£IUiRU -f V / -)l>*mmtox.X, 
total RNA etIS \Z X m iR L ft . 

15 b ^fffaajiaM^ mmv^ )\sxrfBMift0kv^ )is7,x&%ffrMmmfcM) <d 

ff O fto 

20 #+|->7 P ;V^fc-D# 15 IX g CD total RNA £ffllcU Affymetrix ft GeneChip 
Expression Analysis Technical Manual lzM~3^X* t*^"9^>^^ cRNA 5:^1 
ft. T7-(dt) 24 ^7'f'7-t Superscript II iglfc^glsii (Invitrogen Life Technology) 
SrfflUT, 1 IH^£jfo£-tffg— gScDNA Sr^fiSbft. E. coli DNA U# 

— fe\E. coliDNA^U tf, E. coli RNase H ^iDx! 16*0 2 H#Pb1SJ^$ 

25 M^tC T4 DNA #U ^"7— tf^Jn^T-^m cDNA ^^•BKbft. i?'J->7y 
T^fr o ft^L BioArray high yield RNA transcript labeling kit (Affymetrix.Inc.CA) 
&m^X.37X: 4B#F B 1invitro Ig^U k^^HSHS cRNA fig b ft. Technical 
manual fcS^^ /W ^-f a >^o-^*{^lb, t/WW:/U 
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?<< if — ~> a > £ 45°C 45 ft Mft o fc GeneChip HG-U133A (Affymetrix,Inc,CA ; 
22283 i(Dt Ffc-e^f-j&s-^Sjix-tV^fciJp*^ ^ ^ V #4 H—is a 45^ 
16 tiffflTf-o fc„ GeneChip Fluidics Station 400(Affymetrix,Inc,CA)£r/B V^ 

T *? i? > X %£ & & ft ^ tc 0 tf> ^ . HP GeneArray ^ -f — 
(Affymetrix,Inc,CA)(c T * f £r?To fc„ 

y*— ^fl?#rte, GeneSpring ver.5.0 (SiliconGenetics, Redwood, CA)^rffi V^TfTo 
fc e normalization ft&tS^SJE = is h n — /He-(£?- BioB <D^ ^^-/U^^tH 
ffiJK*Blfe*>fc9«= t:°-fc*iS1-3)fc U##ia, 100£tJi©#A*t>t,, ft 
*5^o, i/^t/V7 7y^« 1 ^-y^-Ct present OififtMli bfc„ 
7444 ate^-^Atlfe * U , #**IW;m»*##/»5£l¥M-r 2.5 ffirfiAJi^©* 
Sate-T-Sr^bfco **&^»3te&J:£©fc5atfi^&IB!J£Ufc„ 

Ifc 7444ite^T% S««:L/*>DO^*«|JM-C2.5ffiF»_h 

^*>5»e^-r±, up34<@fc down58 &#6 3 {t^JbHofc Sfcte^tt, 
up215f@fc downllOteT-feofCo tf> * B M/C bt?|§^ 

itJi-rsate^ «c o«u $gB-?26fi-c-fcofc 0 — ^ B^/cM*ii 

wis o T^m/cit -r § at^^ « , 2 « , * # 3 « -e & o fc. * *: , 

HTfcofc 0 (*9). 

9 tilto\t*X&tirifi 401 fc&o-CV^;&S x GLUL ©fi1fc3S4#S«ft 

t>©T?*)5fc«>402 T?tt3fc< 401T-fe-5 o 
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< , c wBfmsfcm&Mx «? f4 b Miff jNBua^M^^r^at^^i^oii^^ 

ftJKi^A^, #*^*«5t*«JWt, !WMftT»H:fc<, iRH^-^^fciSiSlft 
Hffij&MR££*Lfc(H l)o IS lfc&V^. #««k»Sr^-f- TBNbadj. rBNgoodj 
#£f<£>^fB(;i:fc5V>T, 0 1#@ OiTA^"7T^V Mi£-f />*<£>;S3S£*U, TBJ 

T-<yh© TNJ te^-fggB, TTJ »4*«J*#!*-t-S. ^UT IbadJ fiS^S-P-^, 

rgoodj ten&mm&m&i-z, 
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(cNbad) (Dum<D, &mnm<Dmfc?\zMVT, nmmmtmmmt<Dmm 
s-r, &m&mm$wtmnfrt>, _hiB*5g^ji tmmo)^^ total rna^js 

total RNA *\ZM&-?Z> DNA <D^#ft|S£5fef & DNase I (DNase I 

(TAKARA SHUZO, Kyoto, Japan)"^?^, 20#M«Lfc^ TRIzol regent T? 
SMiSL-feo 10 © total RNA ft/Bt^T 25 unit CD AMV reverse transcriptase 
XL(TAKARA) £ 250 pmol © 9-mer 7 > T"^ f V — ft"& tr 100 /z 1 ©KJ&ifcfc 
<fc9i£*te¥£JfcftfTofc. 

U TJl^-T A PCR (C cDNA ft#*0.25~5(higffiM5? , ^ffiV>TfTo fc. 

SYBR Green PCR Master mix (Applied Biosystems, Foster City, CA) <D 25 uKDfx. 
foi&m&m V>T ABI PRISM 7000 (Applied Biosystems) fc«k 0 .^ffittflftft 95*0, 
lO^frofc©^, 95^15 ^fc^ttT60 < C(Sfe^65'C)> 60 #ft 40 ft b 45 it 
-1* £ )V £ Vi 5 PCR ftf? o fc 0 

#-y->y;KD|^S|5^2p3te^ct LT, glyceraldehyde 3-phosphatase 
dehydrogenase (GAPDH) Xte 18S rRNA &/8V>Tffl*tl$j£»&*r\ *5cfcLK— ffi 
«»^W3£*»*f*ff ofc, *WWO*5(l»3R*fToTRl«ffCSlJtbfct><0* 
*ft«*fmfcm»fc. tftlMhPM&ft&Mlftlll (threshold line) ft*fc^L, # 
y->-7jl(Dmm FCR Z^m* threshold cycle(Ct)4t ft&«>fc. ^tfJltfeTGD 
Cttt#>6 GAPDH X« 18S rRNA © Ct ttftSSLSI^fc ACt fitSr^c^, Clttft^ 

— lft*»J:0lfl*f5B»*ftftJ|[Tr#*«e^k:'3ViTtt, WWjfte^J; 

^ae^fg^*©Jtft^mbTfFffi{CfflVifeoiS!l^at-^TdupUcateTfTt3*:. 

il U, II IB, S12A *5J;^1 2B fc*SV>T, rv-f^DTKt- 
ftj t V-f ^DJHMti^fc 6«(glOAXSB ©«E«M 59, 18, 
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6, i4, 15, 44) ©j£*pcr nmmmm (mmm^59, i8, 6) t 

^■mm (^#-^14, is, 44) £©&£#&, 1.5 et±t?*ofc msstfi 

1 (D^^f pU7l"(<DfemL T -m£VtcZt&Mm.ls. -ifcLfc *>©£■=> V>T 
TOJ SrttUfco &*5, ±BElttt 1.5 fi*±, ^L<ii2HJ:Tife5^WS 
Llr*. TOJ fcWft-T^J&^CrtOft^ttJt©* (3M©¥*3te©ifc) ^"To l"v 
^Q7K £ — iJtJ ©J$© Txj □ 7 l^-f CDj^l t^-gft O 

SUA. il IB, mi 2AfecfctfHl 2B (~*5V:>T, r^ggQj 22 ilW 

*HB *5«fct^*l 2B fC&^T, r2#IW©^TMj ©tifC, 24 *J!E*l*3?f 
«19*E«£4O$r££U:S58©fc:V>6ffi0! (Hi 1 B, H 1 2 B r 2 *W©^3KSj 

w±a) t>u<« 58 * n$k±.nn<DtsL\,* 4 mm (Hiib, ii2B r2*ra© 
wskisj mrm t©r^T, #it^^^a©mvi©*ofefe©^oviT, P n 

(Mann- Whitney U test) ^y^hfz. 

1A, Hi IB, HI 2A*3ctt^Hl 2B fc^f (IB^J#-!§ 1 ~ 8 8). 

(CNgood) ©9fl*#«rbfcilS**«l 1A&LN*H1 lBHSt. tl 1AH 
HI OA fc^fffifcl GAPDH £flH>THl 1-A K/T 
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•7**D7W t-SLtlt. -V-itGTWmi ICffl^fce«(0S«PCRfl>6*fr5.. BftSEB/^»!B<Dit£JjM!K 1.61eUi-Cfc-3fct,cT)€Oi:Lfc. 
fflBfctt. B»flfiMa£LTlx431fc«(BaWftM«?«rea>fflH^ rtSipCISEttLfc. 
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xt±a*<ttA^fcfc<&, x x tt^ffiU^t ro^ ^r. 
fiffltht. a#ttSLTU43i£tt©fi£«^OfcB»**a>»fite^ rtt(2*§BB)iptt$EiffiLfc. 
2»raro^S»t tt, 24/r E 1 9£«*40>r£ EI-fc*,Utt58*B aiff»(0*lMlfi« (±»)4,UI*4fi W (T«> fcODWC- 



JBSSTtJfr**^ 1 2<H©-5^, rtfflJ**3ie^fc GAPDH 
X\t 18S rRNA ^fflV^itttt, 7< ^n7H©«*t-aifclfiftt 1 
Olrfeo^o L*»U rtaSSHPatfi^fc GAPDH *^Vifcfc*fctt, MAFBitfc 
TP, MRPL24iH5T> VNNlitfc^ BRS2 3te j ?tt, *r*fca»©fflgB&3KL&. 

foffimm&fc^lZ18S rIWA&m^fct%\ZfeNR0B2i&fc^, MAFB it 
BF530535 itfc^, MRPL24 QPRT VNN1 jtfe^, IRS2 

*3ViT, #««|Jfc*^T56^7T:Ji-r*»«?-i:Pl3£L/fc. 
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m& z pmirz>#mmmmm.jK^ lvx.psmbs ralgds just.gbpi 

RPS14 j&fir^ CXCL9 J#£^DKFZp564F212 jtfe^, CYP1B1 iUST, 
TNFSF10 Jtfi^ NR0B2 ififc^ , MAFB St£^\ BF530535 itfe^fS MRPL24 
5 QPRTitfe^ VNN1 Sfe^Rtf IRS2 it^TiH^ 1 5fll©»fc^ 

PSMB8 itteT (LMP7 jtfi^ <h t> V> O ) : proteasome subunit, beta type, 8 CO it 

RALGDS 3t : ral guanine nucleotide dissociation stimulator CD JEtErf- 
10 GBP1 itfc^ : guanylate-binding protein 1 ©it-fr? 
RPS14 iUST : : ribosomal protein S14 CDjlfe^F 
CXCL9 itfe^ : chemokine (C-X-C motif) ligand 9 CDjfifc^ 
DKFZp564F212 itfc^ : H^/AyDyi^ b TjlV^^tlfcfggiitfe^ 

15 CYP1B1 iftfc^ : cytochrome P450, family 1, subfaj lily B, polypeptide 1 ©itfe 

TNFSF10 : TNF (ligand) super family, member 10 CO ffl§ T , TNF-related 
apoptosis inducing ligand (TRAIL)© jfi'fS^f 1 
NR0B2 itfe^ : nuclear receptor subfamily 0, group B, member 2 C0$tB.=?- 
20 MAFB jH'Ik^F' : v-maf musculoaponeurotic fibrosarcoma oncogene homolog B CO 

BF530535 itfc^ : 1&fcTW®tfmm2 tlX & ST, fiB^EO feTfTV^U 
JIfirP 

MRPL24 jft fe^? : mitochondrial ribosomal protein L24 ©31115?- 
25 QPRT itS?- : quinolinate phosphoribosyltransferase CDit-fS^? 
VNN1 ite^ : vanin 1 COiAfe? 
IRS2 iSfe-T - : insulin receptor substrate 2 Oil'fe?- 
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CH: ftteffFifc, LC: BTSI^> NLiE^ffFc 
stage I/III±. fc**,t>frT?ISfc-5;E»<^IM 0 



m i iz&nznmmmmvfrmniz&^TmmTLm-tzMfc? (BNgood) <d 
(BNbad) o 47 mo, &m nmvmfc^izm it, nmmmhmMmt(Dmm 

15 ZfePlVtc. 

*t\ &m.mimw>WMfr*>. ±mmmm 1 1 mm^mx total rna 
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total RNA *\ZM&-?%> DNA ©jMPfcHfc*?- DNase I (DNase I 
(TAKARA SHUZO, Kyoto, Japan)T 37*0, 20 TRIzol regent T 

WWSLfc. lOjiig CD total RNA £fflV>T 25 unit CD AMV reverse transcriptase 
XL(TAKARA) £ 250 pmol <D 9-mer 5 > ^ A ^7 -f *T — &<£tS 100 ul<DB.]fcm\Z 

5 «koa»e^s*&*ffofc. 

U 7;l^< APCRKlte^J&cDNA $ 0.25-50 ng *B m "f-D m^Tft-o fco 
SYBR Green PCR Master mix (Applied Biosystems, Foster City, CA) CD 25 u 1 CDS 
JS«JK*ffl ABI PRISM 7000 (Applied Biosystems) «fc D , ^«tiPl^^ 95t:> 
10#frofccD*>, 95 < Cl5 #£^ttT60 < C(i;fcte65 < C), 60 40-45 U-f £7 jj, 
10 ^^-5^^-ePCR *ff ofc. 

#-y->y;POF»3SBS|2p«e^tbT, GAPDHXte 18S rRNA ^fflViT«fe^6*J 

duplicate Tfrofco 

mZs V-T ^07KjSDffc)BV»fc4« (^ 1 3 ©j£W#-% 67, 60, 13, 9) © 
J£*PCR ©*S**»5, {?fgiI3£l¥ (i!EM## 67, 60) (*E09#-* 13, 

20 9) £:CDjt£r2fcs6, 1.5 ^JiT* o <Dtfi* HIMl©T-f i7D7K«DlS*t 
-SnctStftt*. ±BJtjfi« 1.5 lfSb<fi2^±©fe0$Otl 

fco roj -a rv-r^oTix-r t— »j 

offiicD rxj ki^<^d7w ©»*t^-HRfcfc©&^-r. rxxj v-r^ 

n 7 U"f ©ii* £ tei£*B H b It *> cd $ o 
25 &1443«fcl*3il 5*CD rffiHj <DM\$, SH^ fS^«tj£LT^S 10 3£0i|CD 

*i 4*3«ktf»i 5 4»cd r2»wott2j 24 * r ekftnm 6 mm t 
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48 *r n SX±n^<Df3:^ 8 MM («14, *15t T2 »W©«*J ti-t©) *> 
L<tt60*J!&±?W6®fcl»6-£« ((«14, il5« r2#M©«Hj « 
Tft) t©MT, W*K:f65i*pj4Vi©&ofcfeOfc^ViT, p*(Mann-Whitney 
U test)€r^bfeo 

4*3ck^*l 5i:*t (IB3?!I#^8 9-2 2 8), 

(BNgood)© 24 f@£fl?#T Lfe^*^^ 1 4 tC^T. il4(t *13 KttVT^M 
**hfcfc, l*3SB«*Mte^te GAPDH X»4 18S rRNA £fflV>T^ 1 4 

-e^* PCR Zft-DfcffiffimMZ^T, 
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StUfcitfe^tt, GAPDH SftffiWlpfce^fc/flU&tSfctt 19 ffl-e»o, 
^^^i'DTHOlSit-abfclfi^B 18srKNA &rtflWPtt£?>fcA 

B^MtfU^f© 2 »M**IS4ftjt*ff o fc**, M<D&o fcitfc^- 
fit, Sf2Pite^{C GAPDH £Jfl^fc£#fcJ:lfl(MAP3K5 aMS^Tfc'tK 18S 
rRNA*fflVifct*ttlffl(TNFSF14 3te : ?)T?*ofc**. EMfc, HfgSTGD^ 
10 Mtfflffim/TtifciOfc^fclfif *» 1 fl (LMNAitfg^) $>-ofc, tot 

Lit. 

15 #l*ii(BNbad)(D 47 l@£fl¥#T LfclK*** 1 5 fewf. *15(4, il3 

011 i*iffljaup3ie^K: gapdh x\t i8Strna &m^xm i st^-r^ 

ftxjzm pcr *ff o fc*«f»**^-r- 
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178 








CCTCCAOTOATGTCCCATTT 


177 


60t 


0(2.92) 


0(8.05) 


TCAAGCCATGUI I I iCTGTG 


178 








ATTTTAGCCAATGGCOTCCT 


179 


60t 


x(1.18) 


0(3.37) 


CACTQGTTTGCAGCGATAGA 


180 








ATTGGTGAATTGGGATTGGA 


181 


cot 


CH204) 


CK6.83) 


QAAGCCGACCACAGTAGQAA 


182 








TQ QATC G AATCC AAA C ACAA 


183 


60t 


x(U2) 


0(2.77) 


CTGGCTTGTCTGGAAACCTT 


184 








CTOCATCATCCAOCCACTTT 


185 


BOt 


x(1.15) 


0(4.06) 


GGAAGGCC AGCAAGTGT AGA 


186 








GOCAGAAAATTGAOCCTGAG 


187 


eot 


x (1.04) 


0(3.53) 


CAGCTGCTCAGCGATCTTAC 


188 








COCTCATCGTGTCAAGTCAA 


169 


eot 


x(M5) 


0(3.78) 


TTGTTTG GGTGG GATAGAGG 


190 
191 


60t 


x(0.85> 


0(2.41) 


GCTCTGTCCGGATAGCTACG 


192 








C OCT A CAAG GT GAAC CCA GA 


193 


60*C 


x(1JM) 


0(3J3) 



0.0369 
00547 



GGAGTAGCAGGTGGTTCCTG 



38 



WO 2005/021745 



PCT/JP2004/012425 



31 UGT1A3 

32 HSPG1 

33 QPRT 

34 DEPP 

35 CA2 

36 FTHFD 

37 LAM PI 

38 FK8P1A 

39 BNEP3 

40 MAP3K12 

41 ASS 

42 ACTB 

43 PLAB 

44 EN01L1 

45 IGFBP3 
48 UK114 
47 ERF1 



H/ffi 



JQ TQACAACCTATOCOATTTCG 

ffl OCACAOAAQAOOT ATGATAGA 

S( CTCAAGGATGACGTOGGTTT 

ffi QATTTCCTCTGGCCAATTCA 
AACTACGCAG CCTTGGTCAG 

S£ TGQCAQTTQAQTTQQaTAAA 

0 QATGTTACCAATCCCGTTCG 

ffi TGQGCTCCTAT ATCCGGTT A 

0 TGCTTTCAACQTGQAQTTTG 

S CCCCATATTTQQTGTTCCAG 

IS CAAAATGCTGCTGGTGAAOA 

i£ GCCTGTGTCAGCTCAAGQAC 

SI OTCGTCAGCAGCCATGTTTA 

25 GGCAGGTC AAAG QTCATGTT 

J3 GGGATGCTTGAAGATGGAAA 

£ CAGTGGCACCATAGGCATAA 

IS GCTCGTGGGTAQAACTGCAC 

jg GCCCTGTTGGTATCTTGTGG 

m TTGAGGAAATCGTGGACCTG 

2S TTGAQOTCTCGCACCTTCTT 

m CTGATQGAGTA C GCAAAGO A 

i£ CTC GAGAATGT CAGGOQTGT 

KJJ ACAGAGCCTOGCOTTTGO 

ffi CACQATGQAGGGGAAQAC 

XS GAGCTGOGAAGATTCGAACA 

j£ AQAGATAGGCAGGTGCAGGT 

IS GAGATCTCGCCOaCTTTAC 

3» CGCGAGAGTGAAAGATOTOC 

IS CAGCTCCAGGAAATGOTAGTG 

2? GQTGGAACTTGQGATCAGAO 

JQ GAGGGAAGQCTTAGCGATGT 

3* TTGAAGGGTCCATGCCTATO 

19 GCCTGTAAGTACGGGGAGAA 

iE OTOTTCAQOGTTGTGQATOA 



— nr- 

196 
197 
198 
199 
200 
201 
202 
203 
204 
205 
206 
207 
208 
209 
210 
211 
212 
213 
214 
215 
216 
217 
21B 
219 
220 
221 
222 
223 
224 
225 
226 
227 
228 



att aKOAPOHaiD ElieSrWAttlB (gAPQH) rfiNA) 8 (GAPOH) (IBS rgNA) 



=a 60^- 
60% 
60% 
60% 
65% 
60% 
60% 
60% 
80% 
60% 
60% 
80% 
60% 
60% 
60% 
80% 
60% 



SOT 

x(1.45) 
x(1.24) 
OC2.66) 
0(1.73) 
x<1.28) 

x X<0L61) 
x(D.79> 
X(1.00) 

x x(059) 

oaai) 

X(tt74) 
OC2JS7) 
x(a75) 
X<CL86) 

x(i.ii) 

X(l.lfi) 



CX3.10) 
0<4.17) 
0(3.91) 
0(6.82) 
0(4.89) 
0(4.65) 
Ofl.97) 
00.78) 
O<2.70) 
0(1.52) 
0(9.16) 
0(2.04) 
0(5.03) 
0(2.14) 
0(2*1) 
0(3.13) 
0(2.82) 



0.0528(2*) 



iSW^22t33f±CNbedt^ar4ae^T&*^.22<OPCR^^^T~liR**K5ll$fflt^fe 
iie^»#11t±2 primer «it$fflt%TPCR*tt»fci<. t^r#^^:feL^TtSf3EUc^««*<«&♦^<rt^-^fcA«ffi4:Lte 

^^Xfctf'S* 1 *- ***BTW*«l=J!ll'fc4«©MPCR©tt»*6 % H«^«»/aHWfl5tt**ft, 1.5Kl±T?fco7~iro£OfcLfc. 



^©^^ gapdh &fa$mmMfc^\zm^fzt^\zfe, -^^ t?uyv< 

fcitte^fctftj^ofco IGFBP3 Jte^«, 2»|W**|g*ft3ttfeViT^r 

3ifciS»Otil8ftwbfc. ^oT^oate'?*, S5S3E3aS*K*ViT, #*«5fc:fe 

18S rRNA fcl*3BW{Jpaie^FfcffiVafci#fc:M:, ^-f £ 0 ©t&* 

jte^tt&*»o&. U^L, CYP1A1 Me^tt, 2#WW*S*ft£fc*lriTW* 

m yzm-r & jte ^ <t 1^ jt l 

PZP itfc^ MAP3K5 iie^, TNFSF14 itfc^ LMNA 5H5^ , CYP1A1 itfe 
^Rtf IGFBP3itfc^£l>-3 6O03te^)&SR3£Snfc. _b IE it fe^tf>F*9 
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PZP jftfsT- : pregnancy-zone protein (DMteT 

MAP3K5 ilS^f : mitogen-activated protein kinase kinase kinase 5 ©iSt-fs^f- 
TNFSF14 JS^^- : tumor necrosis factor (ligand) superfamily, member 14 (DM.&; 

LMNA itfe^ : lamin A/C ©ifg^ 

CYP1A1 iSHS^P : cytochrome P450, family 1, subfamily A, polypeptide 1 GDJIUS 

=¥■ 

IGFBP3 itfe^f : insulin-like growth factor binding protein 3 ©jft-fST 

mmm 4 

<D 1#J£^ 1 6 {c^-r„ 









GAPDHMiE 


18S rRNAMlE 




<24*£ 


>40<rE 


VNN1 
MRPL24 


VNN1 
CXCL9 
GBP1 
RALGDS 








88% 


100% 




<24>rE 


>48>rfl 


PRODH 
LMNA 
MAP3K12 


LMNA 
LTBP2 
COL1A2 
PZP 








100% 


100% 
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(1) cmsmtima^n 

-rzviz., rtasfcJMte^^GAPDH ^m^xmsE-r^m^vt vnni r# 

5 ^fc 18SrRNA £JB V>T*iiE-f VNNI, CXCL9, GBP1 Rtf RALGDS 

miimmmmwiKDftmm*, gapdh«ie©^^-«88%t^o, isstrna© 

10 100%*C*«. 

(2) BMIFFiUl&Jfi©78i 

H5B24 ir^*T?©*»!S»»t> 48 */l&±?f58©fcV>S3S3i3E#££¥U#J 
TZ><D\Z, ftSI^ififK GAPDH £ffl^T*iIET£>i§'&«PRODH> LMNA 
Rtf MAP3K12 ©J*e-?-fey hfcr>V>T©#*te^R3R*Sil"'<*ltfJ:^. *S 
15 W^iBWSJfcrtMWtWfc 18S rRNA *^T»IET**-&tt»LMNA, 
LTBP2, COL1A2 l&tf PZP ©Jtfe^f-ky h UT©«-3t£^$g?g**Wl y <*l 

3H*WU GAPDH ffilECDrnGb 18S rRNA ©if \00%X$>Z> o 

20 ±^jt^©rt^*^Ttc^-r. 

PRODH JUST : proline dehydrogenase (oxidase) 1 © jt'&rp 

LTBP2 jS-E^?- : latent transforming growth factor beta binding protein 2 ©itfe^f- 

COL1A2 JUST : collagen, type I, alpha 1 ©itfc^ 

MAP3K12 iftfe^F- : mitogen-activated protein kinase kinase kinase 12 ©ilfe^T- 

25 
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5 BB^J## 1 -2 2 8 : DNA 
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it (d m m 

(a) e> total RNA U 

5 (b) A 1 ~8 ^^$tl^>ite^^e.S«nSi>^< t fe 1 0<Dite^<Z)fg31 

(c) ffllBffl£|g*£Jf*£bT«*IWr*C£ 

2. iCfftt^TSoT^ JWT©7.^^y: 
10 (a) £> total RNA £ b , 

(b) PSMB8 m.fc¥. RALGDS Jtfir?. GBP1 ttfi^P, RPS14 iftfi^ CXCL9 
flUS^ , DKFZp564F212 itfc^> CYP1B1 atfir?* TNFSF10 itfcT , NR0B2 
atfe^, MAFBJte^ BF530535 jffe^, MRPL24 ifte^ QPRTitfc^ 

vnni ate^Rtf irs2 ite^&fc5a^s»«n«s>&< tt> 1 t?©it 

15 e^©58S*&«H£U 

( C ) wiaa)t«s**maituTaisrM'r-5Jit 

(a) £ total RNA * SIX U , 

20 (b) PZP itfc^, MAP3K5 ilfc^, TNFSF14 Jtfc^\ LMNA JftGHP, CYP1A1 

(c) Mffi«£as*&»«£UT«*lwr*z:£ 

25 4. ^cDif'W^Slffec.T, J^T©7,^^y: 

(a) £ total RNA U 

(b) VNNI jie^S^ MRPL24 ilfe^ Sfc-SJUs^-fe y K Xtt PRODH 
3t€^, LMNA itfeT MAP3K12 3ttfe^ ^ £ U Sifter -fe y ht^Stl 
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(c) WfBBai3e»**JS«a:bTft&ffflfi"r»i:i: 

(a) ^#^e> total RNA £^ltL> 

(b) VNNl*e^» CXCL9it£^ GBPlfcfc^Xtf RALGDSite^Sfe 
Sl^tyh, X« LMNA itfe^, LTBP2«fc^> COL1A2 itte^\&£* 

I^t LT 18S rRNA £fflV>T$l5tU 
(c) IJfBBa!l3til6*«:it*tUT«*WilIi-r'5J:t 

7 . mtmfflf&m-e&zm&m i ~ 5 ©v>-rna> i scre*©^. 

8. afe^ORMOWje**, @B^iJ#-^2n-l Rt^2n (n 1 ~114 ©SEft*35;fo 
f ) T?*S*'i**fta£E5>|jfce>fc*:/7'f v-©jffi^-er£4>&< 1 jBJB-V> 
Tite^FS: it ££££ Off fcfcft* %>©•?&*»#:£ 2 X» 3 C» 

9. 31G?©ft3Ift©ftl£d*. VNN1 ^fcT&tf MRPL24«e^6&<g>«& : ? 
•fey K PRODHjH5^% LMNA itfe^ Rtf MAP3K12 itfcT^ B&Sitfc 
TfeyK VNNlit^?, CXCL9«e^, GBP1 Jtte^Rtf RALGDS 3t€ 
f^Sftilfiftyh, ttffcLMNAlfi?, LTBP2 ifi-ISlF, COL1A2 

ste^&tf pzp ite^sftsjus^fey h*>&fc<5#a>&«ft$n.&4> 

ft< <h*> 1 ^©it^^fey hfc^sn*ftlfi?*iigt5&»0^7'f 

^-©ffl^-e-sffi^T, mfc^zmmtz c: t t«k off t>n« t>©T?»*tt 
i o. e?u## 2n-i arx 2n (n i ~ii4 <Dm%n&mt>-f) T^an*«ia£i35U 
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1 •VlSnsrifta^R^MRPL245ife^^C.^:^)ite ; f--fe^ KPRODHlte^ 
LMNA Ifei 1 ^ U MAP3K12 it W *> & Sitfc^-fe v h , VNN1 ate^ > 
CXCL9 3tfc^> GBP1 it^P&tf RALGDS jUSTfr S &33fi£^-fe y K 
MtflC LMNA Jt^^ LTBP2 3H5^% COL1A2 iHS^Rtf PZP it^T^ £ 

ft^sife^-fey h^ £&&s¥^e>5iiR£n34>£i:< 1 ^©ae^-fey 
h \z <s s n z> # jte^ * it m-r z> ft «e> <d y 3 < v - © ®.&^ s tr 7 ? -r 

fey ho 

2. ^ 1~8 lC^£n£V>Tn^©3t£T£^t^ aBOflMiffifll + y h. 

3. RALGDS itfe^, GBP1 itfcT, DKFZp564F212 itfc^ TNFSF10 itfc 
^35.^QPRTjte^^6^^i¥^e>^«n-l.^^< tfe 1 £"atK 
=lg<DfNiffi/B^.y ho 

4 . VNN1 itfcTR MRPL24 3tfc W £ & S ite^-fe y h , PRODH MBT. 
LMNAitfe^&tf MAP3K12*fcW£&£ita^-fey KVNN1 i§.fcf, 
CXCL9 itfe^> GBP1 jtfe^&tf RALGDS l&BTfrZfcZl&feTIZv K 
Mtffc LMNA 1^1^, LTBP2 itfeT, COL1A2 iHS^&tf PZP & 

1 4©li-rtl^l3HB«cO=^y h. 
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lAPBReCdPGOTTO 1 7 FEB 20® 
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SEQUENCE LISTING 

<110> Nihon University 

<120> A gene which relates to a hepatoma 

<130> P03-0134PCT 

<150> JP 2003-299363 
<151> 2003-08-22 

<150> JP 2003-334444 
<151> 2003-09-25 

<160> 228 

<170> Patent In version 3. 2 

<210> 1 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 1 

agactgtcag tactgggagc 20 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 2 

gtccaggacc cttcttatcc 20 

1/68 
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<210> 3 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 3 

gacgtgggaa gacgtttcca 

<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 4 

tggatgatgc ccgtctcctt 

<210> 5 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 5 

aattgcccag ggatgaggca 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial 



PCT/JP2004/012425 



20 



20 
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<220> 

<223> synthetic DNA 
<400> 6 

tggactcctg gatcttcctc 20 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 7 

gagaactcag ctgcagtgca 20 



<210> 8 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 8 

ttctagctgg gccgctaact 20 



<210> 9 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 9 



3/68 



I 
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gacgtgcaga aatggcacct 



PCT/JP2004/012425 

20 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 10 

cagtcacacg gcagatggtt 20 

<210> 11 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 12 

tggctgacct gtttctccca 20 



<400> 11 

cctgcatcag caccaaccaa 



20 



<210> 13 
<211> 20 
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<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 13 

ccacatccac cactagacac 20 

<210> 14 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 14 

tgacagatgt cctctgaggc 20 

<210> 15 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 15 

cctcttcacc aggtatcctg 20 

<210> 16 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 16 

ccacagtgtc cttgggaatg 

<210> 17 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 17 

gctgaagcag atgcaggaca 

<210> 18 

<211> 20 

<212> DKA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 18 

ctaacgagct gacggagttg 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 19 

ggaggttcga agacgatcag 



6/68 



WO 2005/021745 PCT/JP2004/012425 

<210> 20 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 20 

gtggtgccct tccgtcaatt 20 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 21 

agactgtcag tactgggagc 20 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 22 

gtccaggacc cttcttatcc 20 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 



PCT/JP2004/012425 



<400> 23 

gtgtggccaa ctgtgtcatc 



20 



<210> 24 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 24 

cttcagacgg tggatggagt 20 

<210> 25 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 25 

aattgcccag ggatgaggca 20 

<210> 26 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 26 

tggactcctg gate t tec tc 



20 
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<210> 27 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 27 

aacaagctgg ctggaaagaa 20 



<210> 28 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 28 

gtacacgaag gtgctgctca 20 



<210> 29 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 29 

gacgtgcaga aatggcacct 20 



<210> 30 
<211> 20 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthetic DM 
<400> 30 

cagtcacacg gcagatggtt 

<210> 31 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 31 

cctgcatcag caccaaccaa 



PCT/JP2004/012425 



20 



20 



<210> 32 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 32 

tggctgacct gtttctccca 20 



<210> 33 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 33 

tgggcaagtg aggtcttctt 



PCT/JP2004/012425 



20 



<210> 34 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 34 

ctgaggatca ctggtatcgc 20 

<210> 35 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 36 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 36 

agtctcttgg cgtcgtcagt 20 



<400> 35 

gacccccagt ctcaatctca 



20 



<210> 37 
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<211> 20 
<212> DM 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 37 

gctgaagcag atgcaggaca 20 



<210> 38 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 38 

ctaacgagct gacggagttg 20 



<210> 39 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 39 

ggtcggagtc aacggatttg 20 



<210> 40 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 
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<223> synthetic DNA 



PCT/JP2004/012425 



<400> 40 

ggatctcgct cctggaagat 



20 



<210> 41 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 41 

caaagcatgg gcagtagctc 20 

<210> 42 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 43 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 43 

tcttcaaccc cgatgtgcca 20 



<400> 42 

caagcagatc tccatggcag 



20 
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<210> 44 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 44 

aggctggtcg gaatggactt 20 



<210> 45 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 45 

cttggaagtc tcctcttggc 20 



<210> 46 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 46 

atgaacaggt cctcccgctt 20 



<210> 47 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 47 

accatcatca ccaagcgtcg 20 



<210> 48 

<211> 20 

<2I2> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 48 

tcacctcgtc cttggtgaag 20 



<210> 49 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 49 

gtcgcctcac catctgtaca 20 

<210> 50 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 50 
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ctggaggaca gctgccaata 



PCT/JP2004/012425 

20 



<210> 51 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 51 

tcctagaagg caaggatgcc 20 

<210> 52 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 52 

gtgggtttcc tgtccatagg 20 

<210> 53 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 53 

aacaggccat ggatctggtg 



20 



<210> 54 
<211> 20 



16/68 



WO 2005/021745 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DMA 
<400> 54 

aggactggaa cttctccagc 

<210> 55 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 55 

aggataacca tgtggtggcc 

<210> 56 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 56 

tgcagctcct ctggcttgaa 

<210> 57 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



PCT/JP2004/012425 



20 



20 



17/68 



WO 2005/021745 



PCT/JP2004/012425 



<400> 57 

gctggaactt caacagggac 20 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 58 

ctgaggatca ctggtatcgc 20 



<210> 59 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 59 

tgaagctcaa ctgcgagcag 20 



<210> 60 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 60 

acgattggct cttactgcgc 20 



18/68 



WO 2005/021745 PCT/JP2004/012425 
<210> 61 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 61 

acacagagct ctgagtcagc 20 



<210> 62 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 62 

tccaggttag gagggaagac 20 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 63 

cctcaaggtc ttcctccttc 20 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial 



19/68 



WO 2005/021745 

<220> 

<223> synthetic DNA 



PCT/JP2004/012425 



<400> 64 

caccaggtac tctggtaagc 



20 



<210> 65 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 65 

caaagcatgg gcagtagctc 20 



<210> 66 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 67 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 67 

tcttcaaccc cgatgtgcca 20 



<400> 66 

caagcagatc tccatggcag 



20 



20/68 



WO 2005/021745 



PCT/JP2004/012425 



<210> 68 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 68 

aggctggtcg gaatggactt 20 



<210> 69 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 69 

cttggaagtc tcctcttggc 20 



<210> 70 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 70 

atgaacaggt cctcccgctt 20 



<210> 71 
<211> 20 
<212> DNA 



21/68 



WO 2005/021745 

<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 



<400> 71 

gacgtgaaga aggagccact 



20 



<210> 72 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 72 

cgccatccag tacagatcct 20 

<210> 73 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 74 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 73 

tgccatagtg gcttgatttg 



20 



22/68 



WO 2005/021745 

<400> 74 

tcagaatccc catcatcaca 



PCT/JP2004/012425 



20 



<210> 75 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 75 

cagggcaaag tggttcaagt 20 

<210> 76 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 77 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 77 

aacaggccat ggatctggtg 20 



<400> 76 

tctcagtggg tttcctgtcc 



20 



<210> 78 



23/68 



WO 2005/021745 PCT/JP2004/012425 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 78 

aggactggaa cttctccagc 20 



<210> 79 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 79 

aactacgcag ccttggtcag 20 



<210> 80 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 80 

tggcagttga gttgggtaaa 20 



<210> 81 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



24/68 



WO 2005/021745 

<223> synthetic DNA 
<400> 81 

gctggaactt caacagggac 

<210> 82 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 82 

ctgaggatca ctggtatcgc 

<210> 83 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 83 

ccactcggac agcttcttct 



<210> 84 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 84 

ggatggtctc gtggatgttc 



PCT/JP2004/012425 



20 



20 



20 



25/68 



WO 2005/021745 PCT/JP2004/012425 

<210> 85 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 85 

acacagagct ctgagtcagc 20 



<210> 86 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 86 

tccaggttag gagggaagac 20 



<210> 87 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 87 

cctcaaggtc ttcctccttc 20 



<210> 88 

<211> 20 

<212> DNA 

<213> Artificial 



26/68 



WO 2005/021745 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 



<400> 88 

caccaggtac tctggtaagc 



20 



<210> 89 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 89 

ctgttggtca gccagcagt 19 



<210> 90 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 91 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 91 



<400> 90 

gaaagccccg aagtaagacc 



20 



27/68 



WO 2005/021745 

caaggaccgg ttcatttggc 



PCT/JP2004/012425 

20 



<210> 92 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 92 

gaacacagcc ttctcctcct 20 

<210> 93 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<210> 94 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 94 

ggcctgtgag tctctggata 20 



<400> 93 

tgctcggggg aactatgatg 



20 



<210> 95 
<211> 20 



28/68 



WO 2005/021745 

<21Z> DM 
<213> Artificial 

<220> 

<223> synthetic DM 
<400> 95 

ggaagagtgg agagtactgg 

<210> 96 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 
<400> 96 

atccatcggt catgctctcg 

<210> 97 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 
<400> 97 

gtattcctgg ccctgttggt 



<210> 98 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 



PCT/JP2004/012425 



20 



20 



29/68 



WO 2005/021745 PCT/JP2004/012425 
<400> 98 

ctcacccttg ttaccgctct 20 



<210> 99 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 99 

ctttgaaggg atggagctgc 20 



<210> 100 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 100 

atcgtacatg ccccttggga 20 



<210> 101 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 101 

ggcctctatc gtcaacaagg 20 



30/68 



WO 2005/021745 PCT/JP2004/012425 

<210> 102 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 102 

gcgttgaact tgacagcaaa 20 



<210> 103 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 103 

taccaatggt gcctcctgga 20 



<210> 104 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 104 

ccacagactc tgtcaggttg 20 



<210> 105 

<211> 20 

<212> DNA 

<213> Artificial 



31/68 



WO 2005/021745 PCT/JP2004/012425 

<220> 

<223> synthetic DNA 
<400> 105 

ctggaaaggg ccaaggagat . 20 



<210> 106 

<211> 20 

<212> DNA. 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 106 

tctgggtctt ggctggtttc 20 



<210> 107 

<211> 20 

<212> DNA 

<213> Artificial 

« 

<220> 

<223> synthetic DNA 
<400> 107 

tggccagaca gacatgtcga 20 



<210> 108 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 108 

tcgaggacag ttccgtgtag 



32/68 



20 



WO 2005/021745 



PCT/JP2004/012425 



<210> 109 

<211>. 20 
<212> DM 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 109 

tctctggagg ctggagaaag 20 



<210> 110 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 110 

gtttccagct tcacagccca 20 



<210> 111 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 111 

attggctcga agctgcagga 20 



<210> 112 
<211> 20 
<212> DNA 



33/68 



WO 2005/021745 

<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 112 

ggaaggtgac atactcctgg 20 



<210> 113 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 113 

tactccaatg caaccaccaa 20 



<210> 114 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 114 

aacacaagtt gggatgcaca 20 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



34/68 



WO 2005/021745 PCT7JP2004/012425 

<400> 115 

tggtgtgctg gctgtgcatt 20 



<210> 116 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 116 

gaccagatag agaacgccga 20 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 117 

gtgaatgcct ctggagtggt 20 



<210> 118 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 118 

ttctgttctg acgccaagtg 20 



<210> 119 



35/68 



WO 2005/021745 PCT/JP2004/012425 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 119 

gttctagcca gtacttccgg 20 



<210> 120 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 120 

actcgctccg aattcttgc 19 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 121 

attccgacct cgtcatcagg 20 



<210> 122 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 



36/68 



WO 2005/021745 

<223> synthetic DM 



PCT/JP2004/012425 



<400> 122 

gctggtataa ggtggtctgg ■ 20 



<210> 123 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 123 

ggactttccc aatctgccct 20 



<210> 124 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 124 

aggttgtgct tgcgggcaat 20 



<210> 125 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 125 

aggagagaag ggtgcagaag 20 



37/68 



WO 2005/021745 



PCT/JP2004/012425 



<210> 126 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 126 

ccttccatag tagccacgtc 20 



<210> 127 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 127 

acaacctgtg cggggaatca 20 



<210> 128 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 128 

ggtcatagca gagtttggcc 20 



<210> 129 

<211> 20 

<212> DNA 

<213> Artificial 



38/68 



WO 2005/021745 PCT/JP2004/012425 

<220> 

<223> synthetic DNA 

<400> 129 

gcagaaggac aggacaaagc 20 

<210> 130 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 130 

caggctcttc ggtaaactcg 20 

<210> 131 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 131 

atggagatga tcccttgctg 20 

<210> 132 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 132 



39/68 



WO 2005/021745 

aggtgttctg tgccttccac 



<210> 133 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 133 

gctctaagcc tgtccacgag 



PCT/JP2004/012425 
20 



<210> 134 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 134 

cgcttcctga agtagcgatt 20 



<210> 135 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 135 

gcgacacagg agtgtcaaga 20 



<210> 136 
<211> 20 



40/68 



WO 2005/021745 PCT/JP2004/0 12425 

<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 136 

tgaccatgat gtagccctga 20 



<210> 137 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 137 

tgaatggcca cagtgatgtt 20 



<210> 138 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 138 

ccattccgtt tttgaaatgc 20 



<210> 139 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

41/68 



WO 2005/021745 



PCT/JP2004/012425 



<400> 139 

tcgtaagtgg ggctataccg 



20 



<210> 140 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 140 

ctggttgggt ctgtggaact 20 



<210> 141 

<211> 20 

<212> DNA 

<213> Artificial 



<210> 142 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 142 

gacaagtagg gcagcacctc 20 



<220> 

<223> synthetic DNA 



<400> 141 

ctgaccaccg ggtgtacttt 



20 



42/68 



WO 2005/021745 PCT/JP2004/012425 

<210> 143 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 143 

ggaacccgta cacatggact 20 



<210> 144 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 144 

aacgtccaat agcccttacg 20 



<210> 145 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 145 

cgcccacttc tttgagtttc 20 



<210> 146 

<211> 20 

<212> DNA 

<213> Artificial 



43/68 



WO 2005/021745 PCT/JP2004/012425 

<220> 

<223> synthetic DNA 
<400> 146 

catgaccgtc cctatcttgc v 20 



<210> 147 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 147 

tatggggtct ttgctggaag 20 



<210> 148 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 148 

gcccacgtga tgatacttga 20 



<210> 149 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 149 

ggtcacttca tgcctgtcct 20 



44/68 



WO 2005/021745 



PCT/JP2004/012425 



<210> 150 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 150 

tatggcggaa gccagcttca 20 



<210> 151 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> .151 

cacaagccct ttgaatccat 20 



<210> 152 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 152 

tgtctccagc tccacacaag 20 



<210> 153 
<211> 21 
<212> DNA 



45/68 



WO 2005/021745 

<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA ' 
<400> 153 

ttgagaattc cagagccaag a 21 



<210> 154 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 154 

cacccatctt caccacacac 20 



<210> 155 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 155 

aagaccgaac tgagcaagga 20 

<210> 156 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



46/68 



WO 2005/021745 
<400> 156 

tttttcccag gtccacagtc 



PCT/JP2004/012425 

20 



<210> 157 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 157 

cgggcaagac ttttctttga 20 



<210> 158 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 158 

tgccttcctc atccccttat 20 



<210> 159 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 159 

tccaaggatg atctcccact 20 



<210> 160 



47/68 



WO 2005/021745 PCT/JP2004/0 12425 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 160 

agcatccgat tccttcttca 20 

<210> 161 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 161 

tgataagcac gttgcaggag 20 



<210> 162 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 162 

aagtcagctg ggtttccaga 20 



<210> 163 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



48/68 



WO 2005/021745 

<223> synthetic DNA 



PCT/JP2004/012425 



<400> 163 

ggtgtcagag ccagttgtca ' 20 



<210> 164 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 164 

aaatttccac atcggcagtc 20 



<210> 165 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 165 

ccaccattgg taccatttcc 20 



<210> 166 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 166 

cccctcacct gaacctcata 20 

49/68 



WO 2005/021745 PCT/JP2004/012425 
<210> 167 

<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 167 

ttttctggaa cattcaaatt ca 22 



<210> 168 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 168 

cactttttgt catcgctgga 20 



<210> 169 

<2U> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 169 

tgcagtggaa tacggatcaa 20 



<210> 170 

<211> 20 

<212> DNA 

<213> Artificial 



50/68 



WO 2005/021745 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 170 

ggaagcagac cacagaggag 20 



<210> 171 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 171 

agtggaaggt gtgggtgaag 20 



<210> 172 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 172 

caaccataca ctgccacagg 20 



<210> 173 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 173 
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cacttaagga gcgctggaac 



PCT/JP2004/012425 

20 



<210> 174 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 174 

tttgcagtct ggcaagtgag 20 



<210> 175 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 175 

gccacttctg cttctgtgtt t 21 



<210> 176 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 176 

tccaccataa aagatgtgga aa 22 



<210> 177 
<211> 20 
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<212> DNA 
<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 177 

cctccactca tgtcccattt 20 



<210> 178 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 178 

tcaagccatg cttttctgtg 20 



<210> 179 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 179 

attttagcca atggcctcct 20 



<210> 180 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
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<400> 180 

cactggtttg cagcgataga 



<210> 181 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 181 

attggtgaat tgggattgga 20 



<210> 182 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 182 

gaagcccacc acagtaggaa 20 



<210> 183 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 183 

tggatcgaat ccaaacacaa 20 
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<210> 184 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 184 

ctggcttgtc tgcaaacctt 20 



<210> 185 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 185 

ctccatcatc cacccacttt 20 



<210> 186 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 186 

ggaaggccag caagtgtaga 20 



<210> 187 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 187 

gccagaaaat tgaccctgag ^ 20 



<210> 188 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 188 

cagctgctca gcgatcttac 20 



<210> 189 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 189 

ccctcatcgt gtcaagtcaa 20 



<210> 190 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 190 

agcatcaaac agacccaacc 20 
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<210> 191 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 191 

ttgtttggct gggatagagg 20 



<210> 192 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 192 

gctctgtccg gatagctacg 20 



<210> 193 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 193 

ccctacaagg tgaacccaga 20 



<210> 194 
<211> 20 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthetic DNA 
<400> 194 

ggagtagcag ctggttcctg 20 

<210> 195 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 195 

tgacaaccta tgccatttcg 20 



<210> 196 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 196 

ccacacaaga cctatgatag a 21 



<210> 197 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 197 

ctcaaggatg acgtgggttt 



PCT/JP2004/012425 
20 



<210> 198 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 198 

gatttcctct ggccaattca 



20 



<210> 199 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 199 

aactacgcag ccttggtcag 



20 



<210> 200 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 200 

tggcagttga gttgggtaaa 



20 



<210> 201 
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<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 201 

gatgttacca atcccgttcg 20 



<210> 202 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 202 

tgggctccta tatgcggtta 20 



<210> 203 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 203 

tgctttcaac gtggagtttg 20 



<210> 204 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 
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<223> synthetic DNA 
<400> 204 

ccccatattt ggtgttccag 20 



<210> 205 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 205 

caaaatgctg ctggtgaaga 20 



<210> 206 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 206 

gcctctgtca gctcaaggac 20 



<210> 207 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 207 

gtcgtcagca gccatgttta 20 
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<210> 208 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 208 

ggcaggtcaa aggtcatgtt 20 



<210> 209 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 209 

gggatgcttg aagatggaaa 20 



<210> 210 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 210 

cagtggcacc ataggcataa 20 



<210> 211 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 211 

gctcctgggt agaactgcac 20 



<210> 212 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 212 

gccctgttgg tatcttgtgg 20 



<210> 213 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 213 

ttgaggaaat cctggacctg 20 



<210> 214 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 214 
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ttgaggtctc gcaccttctt 20 



<210> 215 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 215 

ctgatggagt acgcaaagca 20 



<210> 216 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 216 

ctcgagaatg tcaggggtgt 20 



<210> 217 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 217 

acagagcctc gcctttgc 18 



<210> 218 
<211> 18 
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<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 218 

cacgatggag gggaagac 18 



<210> 219 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 219 

gagctgggaa gattcgaaca 20 



<210> 220 . 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 220 

agagatacgc aggtgcaggt 20 



<210> 221 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 221 

gagatctcgc cggctttac 



19 



<210> 222 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 222 

cgcgagagtc aaagatctcc 20 

<210> 223 

<211> 21 

<212> DNA 

<213> Artificial 



<210> 224 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 224 

ggtggaactt gggatcagac 20 



<220> 

<223> synthetic DNA 



<400> 223 

cagctccagg aaatgctagt g 



21 
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<210> 225 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 225 

gagggaaggc ttagccatgt 20 



<210> 226 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 226 

ttgaagggtc catgcctatc 20 



<210> 227 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 227 

gcctgtaagt acggggacaa 20 



<210> 228 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 228 

ctcttcagcg ttgtggatga . 20 
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